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• Eukaryotes

Protists

From Caron et al. 2012 based on Baldauf 2008.



Marine pelagic
protists 

0.2 – 200 µm
Phytoplankton



Marine environmental monitoring

• Cornerstone of the marine foodweb
• Predators, decomposers, parasites
• Climate change
• Eutrophication
• Toxic species
• Invasive species
• Good taxonomer
• Large (>15 µm)
• Well preserved
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• 2 year periode
• 5 m
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> 0.22 µm
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Genetic marker: 
V4 region in the 18S ribosomal gene
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What groups of protists can be detected by 
metabarcoding in the inner Oslofjord?





How did the samples vary through the
sampling period?





Revealed only by metabacoding: 
• Parasites
• Naked celles 

Revealed only by light microscope: 
• Lack interspesific variation in the marker
• Lack sequences in the referance database

Light microscope cell count data by NIVA (Norli & Eikrem, 2018)Metabarcoding data



Light microscope vs. Metabarcoding?Light microscope +  Metabarcoding

Thank you!


